# 



45 



SEQUENCE LISTING 
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<120> COMPOSITIONS AND 
BACTERIA 


METHODS 


<130> 


DC-ui y y 




<14 0> 
<141> 


US lU/U4o , ojy 
2002-01-11 




<150> 
<151> 


US 60/261,233 
2001-01-12 




<150> 
<151> 


US 60/261,607 
2001-01-12 




<150> 
<151> 


US 60/289,601 
2001-05-08 




<160> 


35 




<170> 


Patentln version 


3.1 


<210> 
<211> 
<212> 
<213> 


1 

947 
DNA 

Staphylococcus aureus 


<220> 
<221> 
<222> 
<223> 


CDS 

(208) . . (552) 




<400> 


1 





10 



15 



20 



25 



30 



35 



4 0 gttttcaaaa tcggtggagg tgcatgaaaa agttattggg cattttttga aaataaaaaa 
60 



atatcaataa gttggagtca ttaccgaatt tttatactta tttgtttaga atgaacttta 
120 

taacatagtt ggatagagtt ttcgatttaa tacattaaat gtgaaccttg ctacaacaag 
180 



atqtqcatc a gaa_g gagtgg tttaata atg agt aaa att aat gat att aat gat 
50 234 ^ 

Met Ser Lys lie Asn Asp lie Asn Asp 
1 5 

tta gtc aac gca aca ttt caa gtt aag aag ttt ttc aga gat aca aaa 
55 282 

Leu Val Asn Ala Thr Phe Gin Val Lys Lys Phe Phe Arg Asp Thr Lys 

10 15 20 25 

aag aag ttc aat ttg aac tat gaa gaa att tat att tta aat cat att 
60 330 

Lys Lys Phe Asn Leu Asn Tyr Glu Glu lie Tyr lie Leu Asn His lie 



tta aga agt gag 
378 

5 Leu Arg Ser Glu 
45 

tea gag ttc aaa 
426 

10 Ser Glu Phe Lys 
60 

gat tta aaa ttg 
474 

15 Asp Leu Lys Leu 
75 

gtt att gtt tat 
522 

20 Val lie Val Tyr 
90 

att tea gaa tta 
572 

25 He Ser Glu Leu 



ttaataacat tgaacgataa caatttatta atacgaagtt atttattcag cattgggaca 
632 

30 

taaaattaac ttaaaattta aatattgaag atgctttaat taaagttaaa gaccagccat 
692 

accttatttc agcttattaa gcttgacaca aggtacacta gtctttttat tttaatattt 
35 752 

tcttagaaaa tcaagtttac gatcataaat attttctgeg atatagcttt ggatggttcc 
812 

4 0 aagtattttc tctataattt gtgtgcgata agcaaaaatt etaactgeaa aaccatgtgt 
872 

aggcaattga gaaatagcaa cacgacaatc ggatgtattg ctataagaac taatggtttc 
932 

45 

ataaactgaa tcgat 
947 



50 <210> 2 

<211> 115 

<212> PRT 

<213> Staphylococcus aureus 

55 <400> 2 

Met Ser Lys He Asn Asp He Asn Asp Leu Val Asn Ala Thr Phe Gin 
15 10 15 

60 

Val Lys Lys Phe Phe Arg Asp Thr Lys Lys Lys Phe Asn Leu Asn Tyr 



30 35 

tct aac gaa ate tea tct 

Ser Asn Glu He Ser Ser 
50 

cct tac tat tta act aaa 

Pro Tyr Tyr Leu Thr Lys 
65 

tta tea aag aaa aga agt 

Leu Ser Lys Lys Arg Ser 
80 

gtt aca gat aca caa aaa 

Val Thr Asp Thr Gin Lys 
95 

gaa gaa tac att aaa aat 

Glu Glu Tyr He Lys Asn 
110 115 



40 

aaa gag att get aag tgc 

Lys Glu He Ala Lys Cys 
55 

get tta caa aag eta aaa 

Ala Leu Gin Lys Leu Lys 
70 

tta caa gac gaa aga aca 

Leu Gin Asp Glu Arg Thr 
85 

gca aat att caa aaa ctg 

Ala Asn He Gin Lys Leu 
100 105 

taaatcaagg ttaattgcgt 



20 25 30 

Glu Glu lie Tyr He Leu Asn His He Leu Arg Ser Glu Ser Asn Glu 
5 35 40 45 

He Ser Ser Lys Glu He Ala Lys Cys Ser Glu Phe Lys Pro Tyr Tyr 
50 " 55 60 

10 

Leu Thr Lys Ala Leu Gin Lys Leu Lys Asp Leu Lys Leu Leu Ser Lys 
65 70 75 80 

15 

Lys Arg Ser Leu Gin Asp Glu Arg Thr Val He Val Tyr Val Thr Asp 
85 90 95 



20 Thr Gin Lys Ala Asn He Gin Lys Leu He Ser Glu Leu Glu Glu Tyr 
100 105 HO 



lie Lys Asn 
25 115 



<210> 3 

<211> 124 

30 <212> PRT 

<213> Staphylococcus aureus 

<400> 3 

35 Met Ala He Thr Lys He Asn Asp Cys Phe Glu Leu Leu Ser Met Val 
15 10 15 

Thr Tyr Ala Asp Lys Leu Lys Ser Leu He Lys Lys Glu Phe Ser He 
4 0 1 20 ~ 25 30 

Ser Phe Glu Glu Phe Ala Val Leu Thr Tyr He Ser Glu Asn Lys Glu 
35 40 45 

45 

Lys Glu Tyr Tyr Leu Lys Asp He He Asn His Leu Asn Tyr Lys Gin 
50 55 60 

50 

Pro Gin Val Val Lys Ala Val Lys He Leu Ser Gin Glu Asp Tyr Phe 
65 70 75 80 

55 Asp Lys Lys Arg Asn Glu His Asp Glu Arg Thr Val Leu He Leu Val 

85 90 95 

Asn Ala Gin Gin Arg Lys Lys He Glu Ser Leu Leu Ser Arg Val Asn 
60 100 105 HO 




Lys Arg lie Thr Glu Ala Asn Asn Glu lie Glu Leu 





-i -I c TOO 

115 IzU 


<2 10> 


4 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Degenerate oligonucleotide. 


<400> 


4 


atgwswaaaa tyaaygatat yaaygatttt 


30 





20 


<210> 
<211> 
<212> 
<213> 


5 

30 
DNA 

Artificial Sequence 


25 


<220> 
<223> 


Degenerate oligonucleotide 


30 


<400> 5 

attwswytcw swwckyaara trtgrttyaa 
30 


35 


<210> 
<211> 
<212> 
<213> 


6 

24 
DNA 

Artificial Sequence 




<220> 
<223> 


Synthetic oligonucleotide. 


40 


<400> 


6 



gcatgaaaaa gatatcgggc attt 
24 



45 


<210> 


7 




<211> 


26 




<212> 


DNA 




<213> 


Artificial Sequence 


50 


<220> 






<223> 


Synthetic oligonucleotide 




<400> 


7 




gtgagtctaa cgatatctca tctaaa 


55 


26 





<210> 8 

<211> 14 

60 <212> PRT 

<213> Staphylococcus aureus 



It 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> "X" is defined as any amino acid residue. 



<220> 

< 2 2 1 > MI SC_FEATURE 

10 <222> (13) . . (13) 

<223> "X" is defined as being either S or T. 



15 



<400> 8 



Xaa Lys lie Asn Asp lie Asn Asp Leu Val Asn Ala Xaa Phe 



10 



20 



<210> 
<211> 
<212> 
<213> 



DNA 

Staphylococcus aureus 



25 



<400> 9 
aggagtgg 
8 



30 <210> 10 

<211> 6 

<212> DNA 

<213> Staphylococcus aureus 



35 



<400> 10 

tagaat 

6 



40 <210> 11 

<211> 6 

<212> DNA 

<213> Staphylococcus aureus 

45 <400> 11 
ttaccg 
6 



50 <210> 12 

<211> 20 

<212> DNA 

<213> Staphylococcus aureus 

55 <400> 12 

ttactaaatt aaaaaaatta 
20 



60 



<210> 13 
<211> 28 



40 



45 



50 



<212> * DNA 

<213> Staphylococcus aureus 
<400> 13 

taaattaatg ttatttttta ataattta 
28 



<210> 14 

10 <211> 8 

<212> DNA 

<213> Staphylococcus aureus 

<400> 14 
15 taaattaa 
8 



<210> 15 

20 <211> 8 

<212> DNA 

<213> Staphylococcus aureus 

<400> 15 
25 ataattta 
8 



<210> 16 

30 <211> 8 

<212> DNA 

<213> Staphylococcus aureus 

<400> 16 
35 taaattat 
8 



55 



<210> 


17 




<211> 


20 




<212> 


DNA 




<213> 


Staphylococcus 


aureus 


<400> 


17 




ttactaaatt aaaaaaatta 




20 






<210> 


18 




<211> 


49 




<212> 


DNA 




<213> 


Staphylococcus 


aureus 


<400> 


18 




tcttaagacc taaattaatg 


ttatttttta 


49 







<210> 19 
60 <211> 210 
<212> DNA 




<213> ' Staphylococcus 
<400> 19 

gttttcaaaa tcggtggagg 
5 60 

atatcaataa gttggagtca 
120 

10 taacatagtt ggatagagtt 
180 



aureus 

tgcatgaaaa agttattggg 
ttaccgaatt tttatactta 
ttcgatttaa tacattaaat 




cattttttga aaataaaaaa 
tttgtttaga atgaacttta 
gtgaaccttg ctacaacaag 



atgtgcatca gaaggagtgg tttaataatg 



210 




<210> 


20 


<211> 


29 


<212> 


DNA 


<213> 


Staphylococcus aureus 


<400> 


20 


ctaaattaat gttatttttt aataattta 


29 





<210> 21 

<211> 3 

<212> DNA 

30 <213> Staphylococcus aureus 

<400> 21 

aaa 

3 

35 



<210> 22 

<211> 20 

<212> DNA 

4 0 <213> Staphylococcus aureus 



45 



<400> 22 

aattaccttg tattgtcgat 
20 



<210> 23 

<211> 22 

<212> DNA 

50 <213> Staphylococcus aureus 

<400> 23 

aaggtaaatt ataaaaaatg ct 
22 

55 

<210> 24 

<211> 8 

<212> DNA 

60 <213> Staphylococcus aureus 





<400> 


24 








cagaaata 








Q 
O 




















<210> 


25 








<211> 


25 








<212> 


DNA 








<213> 


Staphylococcus aureus 






i n 












<400> 


25 








atcactgtgt ctaatgaata atttg 








Z D 








1 S 












<210> 


26 








<Z 1 1> 


ion 
1Z U 








<Z lz> 


PRT 










Artificial Sequence 






9 n 
z u 












<220> 










<223> 


Consensus sequence. 








<.Z Z U> 








z j 












<ZZZ > 


[Z) . . [Z) 








<223> 


"X" is defined as any 


amino 


acid 


o u 


<ZZ U> 












HjIT op T7>TP TV rpnn C 








<ZZZ> 


/ A \ 1 A \ 

( 4 ) . . ( 4 ) 








<223> 


"X" is defined as any 


amino 


• 

acid 


35 
























MT^P PTT? ZX TITT5 IT 1 
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V <!l >* 


m n \ m n \ 
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<223> 


"X" is defined as any 


amino 


acid 














<220> 










<221> 


MISC FEATURE 








<222> 


(15) . . (17) 






45 


<223> 


"X" is defined as any 


amino 


acid 




<220> 










<221> 


MISC FEATURE 






50 


<222> 


(19) . . (20) 








<223> 


"X M is defined as any 


amino 


acid 




<220> 








55 


<221> 


MISC FEATURE 








<222> 


(24) . . (25) 







<223> "X" is defined as any amino acid residue 



60 



<220> 
<221> 



MISC FEATURE 



<222> (31) . . (31) 

<223> "X" is defined as any amino acid residue 



10 



15 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



MISCJTEATURE 
(38) . . (38) 

"X" is defined as any amino acid residue 



MISC_FEATURE 
(44) . . (45) 

"X" is defined as any amino acid residue 



20 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(47) . . (47) 

"X" is defined as any amino acid residue 



25 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(51) . . (52) 

"X" is defined as any amino acid residue 



30 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(58) . . (59) 

"X" is defined as any amino acid residue 



35 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(61) . . (61) 

"X" is defined as any amino acid residue 



40 



45 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(73) . . (73) 

"X" is defined as any amino acid residue 



50 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(77) . . (78) 

"X" is defined as any amino acid residue, 



55 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(86) . . (87) 

"X" is defined as any amino acid residue. 



60 



<220> 
<221> 
<222> 



MI SC_FEATURE 
(95) . . (95) 



<223> "X" is defined as any amino acid residue. 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (97) . . (97) 

<223> "X" is defined as any amino acid residue. 



10 <220> 

<221> MI SC_FEATURE 

<222> (99) . . (99) 

<223> "X" is defined as any amino acid residue. 



15 



20 



45 



50 



<220> 

<221> MISC_FEATURE 

<222> (102) . . (102) 

<223> "X" is defined as any amino acid residue. 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (106) . . (106) 

25 <223> "X" is defined as any amino acid residue. 



<220> 

<221> MISC_FEATURE 

30 <222> (110) . . (110) 

<223> "X" is defined as any amino acid residue. 



<220> 

35 <221> MI SC_FEATURE 

<222> (114) . . (114) 

<223> "X" is defined as any amino acid residue. 



40 <220> 

<221> MI SC_FEATURE 

<222> (117) . . (118) 

<223> "X" is defined as any amino acid residue. 



<220> 

<221> MIS C_FE AT URE 

<222> (120) . . (120) 

<223> "X" is defined as any amino acid residue. 



<400> 26 

Met Xaa Met Xaa Lys lie Asn Asp He Xaa Asp Leu Leu Asn Xaa Xaa 
55 1 5 10 15 



Xaa Tyr Xaa Xaa Lys Phe Lys Xaa Xaa He Lys Lys Glu Phe Xaa Leu 
20 25 30 

60 



Ser Phe Glu Glu Phe Xaa lie Leu Thr Tyr lie Xaa Xaa Gin Xaa Glu 
35 40 45 

5 Asn Glu Xaa Xaa Leu Lys Asp He He Xaa Xaa Leu Xaa Tyr Lys Gin 
50 55 60 

Pro Gin Leu Val Lys Ala Leu Lys Xaa Leu Lys Lys Xaa Xaa Tyr Leu 
10 65 ' 70 75 80 

Ser Lys Lys Arg Ser Xaa Xaa Asp Glu Arg Thr Val Leu He Xaa Val 
85 90 95 

15 

Xaa Asp Xaa Gin Arg Xaa Lys He Glu Xaa Leu Leu Ser Xaa Val Asn 
100 105 HO 

20 

Gin Xaa He Lys Xaa Xaa Asn Xaa 
115 " 120 



25 <210> 27 
<211> 119 
<212> PRT 

<213> Staphylococcus aureus 
30 <400> 27 

Met Lys Tyr Asn Asn His Asp Lys He Arg Asp Phe He He He Glu 
1 1 5 10 15 

35 

Ala Tyr Met Phe Arg Phe Lys Lys Lys Val Lys Pro Glu Val Asp Met 
20 ~ 25 30 

4 0 Thr He Lys Glu Phe He Leu Leu Thr Tyr Leu Phe His Gin Gin Glu 
35 40 45 

Asn Thr Leu Pro Phe Lys Lys He Val Ser Asp Leu Cys Tyr Lys Gin 
45 50 55 60 

Ser Asp Leu Val Gin His He Lys Val Leu Val Lys His Ser Tyr He 
65 70 75 80 

50 

Ser Lys Val Arg Ser Lys He Asp Glu Arg Asn Thr Tyr He Ser He 
85 90 95 

55 

Ser Glu Glu Gin Arg Glu Lys He Ala Glu Arg Val Thr Leu Phe Asp 
100 105 HO 



60 Gin He He Lys Gin Phe Asn 
115 



<210> 28 

<211> 118 

5 <212> PRT 

<213> Staphylococcus aureus 

<400> 28 

10 Ser Gin Met lie Pro Lys Asp Ser Lys Glu Phe Leu Asn Leu Met Met 
15 10 15 

Tyr Thr Met Tyr Phe Lys Asn lie lie Lys Lys His Leu Thr Leu Ser 
15 20 25 30 

Phe Val Glu Phe Thr He Leu Ala He He Thr Ser Gin Asn Lys Asn 
35 ' 40 45 

20 

He Val Leu Leu Lys Asp Leu He Glu Thr He His His Lys Tyr Pro 
50 " 55 60 

25 

Gin Thr Val Arg Ala Leu Asn Asn Leu Lys Lys Gin Gly Tyr Leu He 
65 ' 70 75 80 

30 Lys Glu Arg Ser Thr Glu Asp Glu Arg Lys He Leu He His Met Asp 

85 90 95 

Asp Ala Gin Gin Asp His Ala Glu Gin Leu Leu Ala Gin Val Asn Gin 
35 ' 100 * 105 HO 



Leu Leu Ala Asp Lys Asp 
115 

40 



<210> 


29 


<211> 


13 


<212> 


PRT 


<213> 


Staphylococcus aureus 


<400> 


29 


Asp Val Thr Gly Arg He Ala Gin 


1 


5 


<210> 


30 


<211> 


6 


<212> 


PRT 


<213> 


Staphylococcus aureus 


<400> 


30 



50 1 5 10 



60 Gin lie Lys lie Thr Arg 
1 5 



<210> 31 

<211> 6 

5 <212> PRT 

<213> Staphylococcus aureus 

<400> 31 

10 Glu He Gly Gin He Val 
1 5 



<210> 32 

15 <211> 28 

<212> PRT 

<213> Staphylococcus aureus 



20 



55 



<400> 32 

Cys Ser Arg Gin Thr Val Gly Arg He Leu Lys Met Leu Glu Asp Gin 
15 10 15 



2 5 Asn Leu He Ser Ala His Gly Lys Thr He Val Val 
20 25 



<210> 33 

30 <211> 3 

<212> DNA 

<213> Staphylococcus aureus 



<400> 33 
35 atg 
3 



<210> 34 

40 <211> 3 

<212> DNA 

<213> Staphylococcus aureus 

<400> 34 
4 5 taa 
3 



<210> 35 

50 <211> 120 

<212> PRT 

<213> Staphylococcus aureus 



<400> 35 

Met Ala He Thr Lys He Asn Asp Cys Phe Glu Leu Leu Ser Met Val 
15 10 15 



60 Thr Tyr Ala Asp Lys Leu Lys Ser Leu He Lys Lys Glu Phe Ser He 
20 25 30 



10 



Ser Phe Glu Glu Phe Ala Val Leu Thr Tyr lie Ser Glu Asn Lys Glu 
35 40 45 



Lys Glu Tyr Tyr Leu Lys Asp lie lie Asn His Leu Asn Tyr Lys Gin 
50 ~ 55 60 



Pro Gin Val Val Lys Ala Val Lys lie Leu Ser Gin Glu Asp Tyr Phe 
65 70 75 80 



15 Asp Lys Lys Arg Asn Glu His Asp Glu Arg Thr Val Leu lie Leu Val 

85 90 95 



Asn Ala Gin Gin Arg Lys Lys lie Glu Ser Leu Leu Ser Arg Val Asn 
20 100 105 110 



Lys Arg lie Thr Glu Ala Asn Asn 
115 120 

25 



